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The Biotechnology Systems Branch of the Scientific and Technical Information Center 
(STIC) detected errors when processing the following CRF diskette: ' 



Application Serial Number: 
Art Unit /Team No. : 
Date Processed by STIC: 



4 

f 



rmJ^A^^ti^ TinE.ERR(W!?'PETEC™^ ^r0d. 



i>i;irAfiMWi7i^^^^ THIS nvwn 



. . . . _.. . PLic^ySWp'v 



COMMtlMCATION to THE APPLICANTS ALONG WITH A NOTICE TO 



WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
ARTI SHAH 703-308-4212 
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1642 



PAGE: 1 RAW SEQUENCE LISTING DATE: 04/18/98 

PATENT APPLICATION US/08/846,658 TIME: 15:17:07 

INPUT SET: S25060.raw 



This Raw listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



— > 



1 SEQUENCE LISTING ^ ^OQS l\f 

3 (1) General Information: ^^^^^^^ Oisf^^^^P^y 

5 (i) APPLICANT: Adair, John R. ^^^QqI 

6 Athwal, Diljeet S. 

7 Emtage, John S. 
8 

9 (ii) TITLE OF INVENTION: Humanised Antibodies 
10 

^11 (iii) NUMBER OF SEQUENCES: 30 

12 

13 (iv) CORRESPONDENCE ADDRESS: 

14 (A) ADDRESSEE: Woodcock Washburn Kurtz Mackiewicz & Norris 

15 (B) STREET: One Liberty Place - 46th Floor 

16 (C) CITY: Philadelphia 

17 (D) STATE: PA 

18 (E) COUNTRY: USA 

19 (P) ZIP: 19103 
20 

21 (v) COMPUTER READABLE FORM: 

22 (A) MEDIUM TYPE: Floppy disk 

23 (B) COMPUTER: IBM PC compatible 

24 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

25 (D) SOFTWARE: Patentin Release #1-0, Version #1.25 
26 

27 (vi) CURRENT APPLICATION DATA: 

28 (A) APPLICATION NUMBER: US 08/846,658 

29 (B) FILING DATE: Ol-MAY-1997 

30 (C) CLASSIFICATION: 
31 

32 (Viii) ATTORNEY/AGENT INFORMATION: 

33 (A) NAME: Trujillo, Doreen Yatko 

34 (B) REGISTRATION NUMBER: 35,719 

35 (C) REFERENCE/DOCKET NUMBER: CARP-0057 
36 

37 (ix) TELECOMMUNICATION INFORMATION: 

38 (A) TELEPHONE: (215) 568-3100 

39 (B) TELEFAX: (215) 568-3439 
40 

41 



ERRORED SEQUENCES FOLLOW: 



PAGE: 2 



— > 



42 

43 
44 
45 
46 
47 
48 
49 
50 
51 
52 
53 
54 
55 
56 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/846,658 



DATE: 04/18/98 
TIME: 15:17:09 



(2) INFORMATION FOR SEQ ID NO 



ov , , J -1 INPUT SET: S2S060.mw 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO 



TCCAGATGTT AACTGCTCAC 



20 





23 9 




240 




241 


> 


242 


— — > 


243 


— — > 


244 


— — > 


245 




z4o 




z4 / 








O A Q 




250 




251 




252 




253 




254 




255 




256 




257 




258 


— > 


259 




260 


— > 


261 




262 




263 




264 


— > 


265 




266 




267 




268 


— > 


269 




270 




271 




272 


— > 


273 




274 




275 



(2) INFORMATION FOR SEQ ID NO: 6: 



^ I.) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1570 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 41.. 1444 



(ix) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 



mat_peptide 
98. .1444 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

GAATTCCCCT CTCCACAGAC ACTGAAAACT CTGACTCAAC ATG GAA AGG CAC TGG 

Met Glu Arg His Trp 
-19 -15 

ATC TTT CTA CTC CTG TTG TCA GTA ACT GCA GGT GTC CAC TCC CAG GTC 

lie Phe Leu Leu Leu Leu Ser Val Thr Ala Gly Val His Ser Gin Val 
-10 -5 1 

CAG CTG CAG CAG TCT GGG GCT GAA CTG GCA AGA CCT GGG GCC TCA GTG 

Gin Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala Ser Val 
5 10 15 

AAG ATG TCC TGC AAG GCT TCT GGC TAG ACC TTT ACT AGG TAC ACG ATG 

Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met 
20 25 30 



55 



103 



151 



199 



PAGE: 3 RAW SEQUENCE LISTING DATE: 04/18/98 

PATENT APPLICATION US/08/846, 658 TIME: 15:17:11 

INPUT SET: S2S060.mw 

276 
277 

— > 278 CAC TGG GTA AAA CAG AGG CCT GGA GAG GGT CTG GAA TGG ATT GGA TAG 247 

279 His Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Tyr 

280 35 40 45 50 
281 

282 

— > 283 ATT AAT CCT AGC CGT GGT TAT ACT AAT TAG ATT CAG AAG TTC AAG GAG 295 

284 lie Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin Lys Phe Lys Asp 

285 55 60 65 
286 

— > 287 AAG GCC ACA TTG ACT ACA GAG AAA TCC TCC AGC ACA GCC TAG ATG CAA 343 

288 Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin 

289 70 75 80 
290 

— > 291 CTG AGC AGC CTG ACA TCT GAG GAG TCT GCA GTC TAT TAG TGT GGA AG A 391 

292 Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Arg 

293 85 90 95 
294 

— > 295 TAT TAT GAT GAT CAT TAG TGG CTT GAC TAG TGG GGC CAA GGC ACC ACT 439 

296 Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly Gin Gly Thr Thr 

297 100 105 110 
298 

— > 299 CTG ACA GTC TCC TCA GCC AAA ACA ACA GCC CCA TGG GTC TAT CCA CTG 487 

300 Leu Thr Val Ser Ser Ala Lys Thr Thr Ala Pro Ser Val Tyr Pro Leu 

301 115 120 125 130 
302 

— > 303 GCC CCT GTG TGT GGA GAT ACA ACT GGC TCC TGG GTG ACT CTA GGA TGC 535 

304 Ala Pro Val Cys Gly Asp Thr Thr Gly Ser Ser Val Thr Leu Gly Cys 

305 135 140 145 
306 

— > 307 CTG GTC AAG GGT TAT TTC CCT GAG CCA GTG ACC TTG ACC TGG AAG TCT 583 

308 Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Leu Thr Trp Asn Ser 

309 150 155 160 
310 

— > 311 GGA TCC CTG TCC AGT GGT GTG CAC ACC TTC CCA GGT GTC CTG CAG TCT 631 

312 Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 

313 165 170 175 
314 

— > 315 GAC CTG TAG ACC CTG AGC AGC TCA GTG ACT GTA ACC TCG AGC ACC TGG 679 

316 Aso-Iceu Tyr The Leu Ser Ser Ser Val Thr Val Thr Ser Ser Thr Trp 

317 1^0^ 185 190 

— > 319 GCC AGC CAG TCC ATC ACC TGC AAT GTG GCC CAC CCG GCA AGC AGC ACC 727 

320 Pro Ser Gin Ser lie Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr 

321 195 200 205 210 
322 

— > 323 AAG GTG GAC AAG AAA ATT GAG GCC AG A GGG GCC ACA ATC AAG GCC TGT 775 

324 Lys Val Asp Lys Lys lie Glu Pro Arg Gly Pro Thr lie Lys Pro Cys 

325 215 220 225 
326 

— > 327 CCT CCA TGC AAA TGC CCA GCA CCT AAG CTG TTG GGT GGA CCA TCC GTC 823 

328 Pro Pro Cys Lys Cys Pro Ala Pro Asn Leu Leu Gly Gly Pro Ser Val 



PAGE: 4 RAW SEQUENCE LISTING DATE: 04/18/98 

PATENT APPLICATION US/08/846,658 TIME: 15:17:12 

INPUT SET: S2S060.mw 
329 230 235 240 

330 

— > 331 TTC ATC TTC CCT CCA AAG ATC AAG GAT GTA CTC ATG ATC TCC CTG AGC 871 

332 Phe lie Phe Pro Pro Lys lie Lys Asp Val Leu Met He Ser Leu Ser 

333 245 250 255 
334 

— > 335 CCC ATA GTC ACA TGT GTG CTG GTG GAT GTG AGC GAG GAT GAC CCA GAT 919 

336 Pro He Val Thr Cys Val Val Val Asp Val Ser Glu Asp Asp Pro Asp 

337 260 265 270 
338 

— > 339 GTC CAG ATC AGC TGG TTT GTG AAC AAC GTG GAA GTA CAC ACA GCT CAG 967 

340 Val Gin He Ser Trp Phe Val Asn Asn Val Glu Val His Thr Ala Gin 

341 275 280 285 290 
342 

— > 343 ACA CAA ACC CAT AGA GAG GAT TAG AAC AGT ACT CTC CGG GTG GTC AGT 1015 

344 Thr Gin Thr His Arg Glu Asp Tyr Asn Ser Thr Leu Arg Val Val Ser 

345 295 300 305 
346 

— > 347 GCC CTC CCC ATC CAG CAC CAG GAC TGG ATG AGT GGC AAG GAG TTC AAA 1063 

348 Ala Leu Pro He Gin His Gin Asp Trp Met Ser Gly Lys Glu Phe Lys 

349 310 315 320 
350 

— > 351 TGC AAG GTC AAC AAC AAA GAC CTC CCA GCG CCC ATC GAG AGA ACC ATC 1111 

352 Cys Lys Val Asn Asn Lys Asp Leu Pro Ala Pro He Glu Arg Thr He 

353 325 330 335 
354 

~> 355 TCA AAA CCC AAA GGG TCA GTA AGA GCT CCA CAG GTA TAT GTC TTG CCT 1159 

356 Ser Lys Pro Lys Gly Ser Val Arg Ala Pro Gin Val Tyr Val Leu Pro 

357 340 345 350 
358 

~> 359 CCA CCA GAA GAA GAG ATG ACT AAG AAA CAG GTC ACT CTG ACC TGC ATG 1207 

360 Pro Pro Glu Glu Glu Met Thr Lys Lys Gin Val Thr Leu Thr Cys Met 

361 355 360 365 370 
362 

~> 363 GTC ACA GAC TTC ATG CCT GAA GAC ATT TAC GTG GAG TGG ACC AAC AAC 1255 

364 Val Thr Asp Phe Met Pro Glu Asp He Tyr Val Glu Trp Thr Asn Asn 

365 375 380 385 
366 

— > 367 GGG AAA ACA GAG CTA AAC TAC AAG AAC ACT GAA CCA GTC CTG GAC TCT 1303 

368 Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr Glu Pro Val Leu Asp Ser 

369 390 395 400 
370 

— > 371 GAT GGT TCT TAC TTC ATG TAC AGC AAG CTG AGA GTG GAA AAG AAG AAC 1351 

372 Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg Val Glu Lys Lys Asn 

373 405 410 415 
374 

375 
376 

— > 377 TGG GTG GAA AGA A AT AGC TAC TCC TGT TCA GTG GTC CAC GAG GGT CTG 1399 

378 Trp Val Glu Arg Asn Ser Tyr Ser Cys Ser Val Val His Glu Gly Leu 

379 420 425 430 
380 

381 



PAGE: 5 

— > 

— > 
— > 
— > 



382 
383 
384 
385 
386 
387 
388 
389 
390 
391 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/846,658 



DATE: 04/18/98 
TIME: 15:17:15 



INPUT SET: S2S060.mw 



CAC AAT CAC CAC ACG ACT AAG AGC TTC TCC CGG ACT CCG GGT AAA 1444 

His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys 
435 440 445 

TGAGCTCAGC ACCCACAAAA CTCTCAGGTC CAAAGAGACA CCCACACTCA TCTCCATGCT 1504 

TCCCTTGTAT AAATAAAGCA CCCAGCAATG CCTGGGACCA TGTAAAAAAA AAAAAAAAAG 1564 

GAATTC 1570 



4 93 (2) INFORMATION FOR SEQ ID NO: 8: 
494 

4 95 (i) SEQUENCE CHARACTERISTICS: 

496 (A) LENGTH: 85 amino acids 

497 (B) TYPE: amino acid 

498 (D) TOPOLOGY: linear 
499 

500 (ii) MOLECULE TYPE: peptide 

501 

502 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

503 

504 Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

505 1 5 10 15 

¥ 506 

507 Asp Arg Val Thr lie Thr Cys Gin Ala Ser Gin Asp lie lie Lys Tyr 

508 20 25 30 
509 

510 Leu Asn Trp Tyr Gin Gin Thr Pro Gly Lys Ala Pro Lys Leu Leu lie 

511 35 40 45 
512 

513 Thr Glu Ala Ser Asn Leu Gin Ala Gly Val Pro Ser Arg Phe Ser Gly 

514 50 55 60 
515 

516 Ser Gly Ser Gly Thr Asp Tyr Thr Phe Thr lie Ser Ser Leu Gin Pro 

517 65 70 75 80 
518 

519 Glu Asp lie Ala Thr 

520 85 
521 

— > 522 (z) INFORMATION FOR SEQ ID NO: 9: 

523 fK 

524 ' (i) SEQUENCE CHARACTERISTICS: 

525 (y^rtvt (A) LENGTH: 23 amino acids 

526 *^ (B) TYPE: amino acid 

527 (D) TOPOLOGY: linear 
528 

529 (ii) MOLECULE TYPE: peptide 

530 

531 

532 

— > 533 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

534 



PAGE: 6 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/846,658 



DATE: 04/18/98 
TIME: 15:17:16 



INPUT SET: S25060.mw 

535 Tyr Tyr Cys Gin Gin Tyr Gin Ser Leu Pro Tyr Thr Phe Gly Gin Gly 

536 1 5 10 15 
537 

538 Thr Lys Leu Gin He Thr Arg 

539 20 
540 



— > 541 (2) INFORMATION FOR SEQ ID NO: 10: 

542 

54 3 (i) SEQUENCE CHARACTERISTICS: 

— > 544 (A) LENGTH: 126 amino acids 

545 (B) TYPE: amino acid 

546 (D) TOPOLOGY: linear 
547 

548 (ii) MOLECULE TYPE: peptide 

549 

550 

551 

552 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

553 

554 Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

555 1 5 10 15 
556 

557 

558 Ser Leu Arg Leu Ser Cys Ser Ser Ser Gly Phe He Phe Ser Ser Tyr 

559 20 25 30 
560 

561 Ala Met Tyr Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

562 35 40 45 
563 

564 Ala He He Trp Asp Asp Gly Ser Asp Gin His Tyr Ala Asp Ser Val 

565 50 55 60 
566 

567 Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe 



568 65 70 75 80 

569 rhvc^ 
— > 570 Leu Gin Met Asp Ser Leu Arg Pro Glu Asp Thr Gly Val[ Thy] Phe Cys 



^ ^ ^ j1[ Thyj: 

571 85 90 95 

572 

57 3 Ala Arg Asp Gly Gly His Gly Phe Cys Ser Ser Ala Ser Cys Phe Gly 

574 100 105 110 

575 

576 Pro Asp Tyr Trp Gly Gin Gly Thr Pro Val Thr Val Ser Ser 

577 115 120 125 
578 



— > 



579 
580 
581 
582 
583 
584 



(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 amino acids 

(B) TYPE: amino acid 

(C) TOPOLOGY: linear 



PAGE: 7 RAW SEQUENCE LISTING DATE: 04/ 1 8/98 

PATENT APPLICATION US/08/846,658 TIME: 15:17:18 

INPUT SET: S2S060.raw 

586 (ii) MOLECULE TYPE: peptide 

587 

588 

589 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

590 

591 

592 Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

593 1 5 10 15 

594 /^'^ 

— > 595 Ser Leu Arg Leu Ser Cys Ser Ser Ser Glyf Try tThr Phe Thr Arg Tyr 

596 20 25 30 

597 

598 Thr Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

599 35 40 45 
600 

601 Ala Tyr lie Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin Lys Phe 

602 50 55 60 
603 

604 Lys Asp Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe 

605 65 70 75 80 
606 

607 Leu Gin Met Asp Ser Leu Arg Pro Glu Asp Thr Gly Val Tyr Phe Cys 

608 85 90 95 
609 

610 Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly Gin Gly 

611 100 105 110 
612 

613 Thr Thr Leu Thr Val Ser Ser 

614 115 
615 

982 (2) INFORMATION FOR SEQ ID NO: 22: 
983 

984 (i) SEQUENCE CHARACTERISTICS: 

— > 985 (A) LENGTH: 119 amino acids , \ 

986 (B) TYPE: amino acid /^Y^^-/^^^ P^^^^l/^ \ 

987 (D) TOPOLOGY: linear ^ 
988 

989 (ii) MOLECULE TYPE: peptide 

990 

991 

992 

993 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

994 

995 Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

996 15 10 15 
997 

998 Ser Leu Arg Leu Ser Cys Ser Ala Ser Gly Tyr Thr Phe Thr Arg Tyr 

999 20 25 30 
1000 

1001 Thr Met His Trp Val Arg Gin Ala Pro Cys Lys Gly Leu Glu Trp lie 

1002 35 40 45 
1003 



PAGE: 8 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/846, 658 



DATE: 04/18/98 
TIME: 15:17:19 



INPUT SET: S25060.mw 



— — > 


1 ond 


Gly Tyr 


Ile| 


Ash) 


Pro 


Ser 


Ara 


Glv 

\SX.J 


xyx 


Thr 


Asn Tyr 


Asn 


Gin 


Lvs 


Val 




1 ^ 




50 




















60 












1 t\t\ti 

lUUO 






































Lys 


Asp Arg 


irXlt? 


X lil. 


Tl 

XXC 


X 


TVir 

X ilX 






Ser 


Lys 


Ser 


Thr 


Ala 


Phe 






65 




















75 










80 




1009 




































1010 


Leu 


Gin 


Met 


Asp 


Ser 


Leu 


Arg 


Pro 


Glu 


Asp 


Thr Gly 


Val 


Tyr 


Phe 


Cys 




1 n 1 1 

X U X X 










AR 




















95 






X 1/ X z 




































X U X J 


AXa 


Arg 


Tyr 


Tyr 


Asp 


Asp 


His 


Tyr 


Cys 


Leu 


Asp 


Tyr 


1 xp 


Gly 


Gin 


Gly 




1 m A 

X U X4 








100 










105 










1 1 n 

X X u 








XUX9 




































xuxo 


Thr 


Thr 


Leu 


Thr 


Val 


Ser 


Ser 






















XUl / 






115 






























1 1^ 1 ft 
X W X o 




































X V *J w 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 24: 


















1 rt C T 




































1 n 1^ ft 
X Uoo 




(i) 




SEQUENCE CHARACTERISTICS: 














— — > 


1059 






(A)LENGTH: 119 amino 


acids 
























(B)TYPE: 


amino acid 






















X Ub X 






(D)TOPOLOGY: 


linear 






















1 A £ 1 




































1 A<C 

X Ub J 




(ii) 


MOLECULE TYPE: peptide 


















1064 




































1 A C C 

1 Ub b 


































xubo 


































1067 


j 
1 


[xi) 




SEQUENCE DESCRIPTION: SEQ ID NO 


: 24 : 












1 A £ O 

lUbo 




































X Ub 7 


Gin 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly 


Gly 


Gly 


Val 


Val 








-Hxy 




1070 


1 








5 










10 










15 






1 A T 1 
1 U / 1 




































1 mo 
X u / ^ 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ser 


Ala 


Ser 


Gly 


Tyr 


Thr 




TVir 

X IIX 


Axy 




— > 


1073 

X U /4 








20 










25 










30 






_ _ 


XU / 9 


Thr 


Met 


His 


Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Cys 


Lys 


Gly 


Leu 


Glu 


1 rp 


He 


— > 


1076 

1 AT7 






35 










40 










45 








— — > 


in7A 


Gly 


Tyr 


He 


Asn 


Pro 


Ser 


Arg 


Gly 


Tyr 


Thr 


Asn 


Tyr 


Asn 


Gin 


Lys 


Val 


— > 


1079 

1 HAH 
X u o u 




50 










55 










60 










_ ^ 
~ *" ^ 


1 fift 1 
xuox 


Lys 


Asp 


Arg 


Phe 


Thr 


He 


Ser 


Thr 


Asp 


Lys 


Ser 


Lys 


Ser 


Thr 


Ala 


Phe 


— > 


1082 

1 A A Q 
X UO J 


65 










70 










75 










80 


— > 


1084 


Leu 


Gin 


Met Asp 


Ser 


Leu 


Arg 


Pro 


Glu 


Asp 


Thr 


Gly 


Val 


Tyr 


Phe 


Cys 


— > 


1085 

1086 










85 










90 










95 




— > 


1087 


Ala 


Arg 


Tyr 


Tyr 


Asp 


Asp 


His 


Tyr 


Cys 


Leu 


Asp 


Tyr 


Trp 


Gly 


Gin 


Gly 


— > 


1088 

1089 








100 










105 










110 






— > 


1090 


Thr 


Thr 


Leu 


Thr 


Val 


Ser 


Ser 




















— > 


1091 

1092 






115 





























(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE C^XrACTERISTICS : 

(A) LENG'I^/ 107 amino acids 

(B) TYPE: ^mino acid 
(D) TOPOI03Y: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:25: 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 
20 25 30 

Asn Trp Tyr Gly Gin Thr Pro Gly Lys Ala Pro Lys Leu Leu lie Tyr 
35 40 45 

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser 
50 55 60 

Gly Ser Gly Thr Asp Tyr Thr Phe Thr lie Ser Ser Leu Gin Pro Glu 
65 70 75 80 

Asp lie Ala Thr Tyr Tyr Cys Gin Gin Trp Ser Ser Asn Pro Phe Thr 

85 90 95 

Phe Gly Gin Gly Thr Lys Leu Gin lie Thr Arg 
100 105 



(2) INFORMATION FOR SEQ ID NO:26: ^/^VC 

(i) SEQUENCE 9^ARACTERISTICS: ' 

(A) LENC^C/ 107 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:26: 

Gin lie Val Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 
20 25 30 

Asn Trp Tyr Gin Gin Thr Pro Gly Lys Ala Pro Lys Arg Trp lie Tyr 
35 40 45 

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser 
50 55 60 

Gly Ser Gly Thr Asp Tyr Thr Phe Thr lie Ser Ser Leu Gin Pro Glu 
65 70 75 80 

Asp lie Ala Thr Tyr Tyr Cys Gin Gin Trp Ser Ser Asn Pro Phe Thr 

85 90 95 

Phe Gly Gin Gly Thr Lys Leu Gin lie Thr Arg 
100 105 



(2) INFORMATION FOR SEQ ID NO:28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCm 107 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 
20 25 30 

Asn Trp Tyr Gin Gin Thr Pro Gly Lys Ala Pro Lys Arg Trp lie Tyr 
35 40 45 

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser 
50 55 60 

Gly Ser Gly Thr Asp Tyr Thr Phe Thr lie Ser Ser Leu Gin Pro Glu 
65 70 75 80 



3^^n Gin Trp Ser Ser Asn Prc^^h 



Asp lie Ala Thr Tyr Tyr Cys Gin Gin Trp Ser Ser Asn Pro^he Thr 

85 90 95 

Phe Gly Gin Gly Thr Lys Leu Gin lie Thr Arg 
100 105 



(2) INFORMATION FOR SEQ ID NO: 29 

(i) SEQUENCE O^ARACTERISTICS : 

(A) LENG"^!/ 107 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29 



Gin lie Val Leu Thr Gin Ser Pro Ala lie 
1 5 10 

Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Ser Ala Ser 

15 20 25 

Ser Ser Val Ser Tyr Met Asn Trp Tyr Gin Gin Lys Ser Gly Thr Ser 
30 35 40 

Pro Lys Arg Trp lie Tyr Asp Thr Ser Lys Leu Ala Ser Gly Val Pro 
45 50 55 

Ala His Phe Arg Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lie 
60 65 70 

Ser Gly Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Trp 
75 80 85 90 

Ser Ser Asn Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Asn 

95 100 105 



Arg 



(2) INFORMATION FOR SEQ ID NO: 30 

(i) SEQUENCE OiARACTERISTICS : 

(A) LENG'l(y 119 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30 



Gin Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg 
1 5 10 

Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
15 20 25 



Thr 'Arg Tyr Thr 
30 

Glu Trp lie Gly 



Gin Lys Phe Lys 
65 

Thr Ala Tyr Met 
80 

Tyr Tyr Cys Ala 
95 

Gly Gin Gly Thr 
110 



Met His Trp Val 
35 

Tyr lie Asn Pro 
50 

Asp Lys Ala Thr 



Gin Leu Ser Ser 
85 

Arg Tyr Tyr Asp 
100 

Thr Leu Thr Val 
115 



Lys Gin Arg Pro 
40 

Ser Arg Gly Tyr 
55 

Leu Thr Thr Asp 
70 

Leu Thr Ser Glu 



Asp His Tyr Cys 
105 

Ser Ser 



Gly Gin Gly Leu 
45 

Thr Asn Tyr Asn 
60 

Lys Ser Ser Ser 
75 

Asp Ser Ala Val 
90 

Leu Asp Tyr Trp 




BIOTECHNOLOGY 



Notice of Availability 
Checker Program 



of 



Applicant Aid for Biotechnology Computer Readable Fonn (CRF) 
Sequence Listing Submissioas 



The Patent and Trademark OflBcc (PTO) has dcvdopod a ccxapata program, called Checker, that 
wiU aid applicants in identifyiiig and cmmting enon ixior to niak^ 

with the Rflquiramenta «hr Patwrt ApjAir^atitwf rymtaining >lnrJ#)n#iA» g#<tpi>«ftf. Aminff Acid 

Sequence Disclosures (Sequence Rules: 37CRF 1.821 dirough 1.825). 

Final rules were published in the Federal Register (35 FR18230) on May 1, 1990, and in the PTO 
Official Gazette (1 114 Off.Gaz.PatOffice 29) on May 15, 1990. 

Checker is SI DOS-bosod softw&rc piogisun that is mtcodcd to assist users in Hctei iummg whether 
errors may be present in the sequence listings, and is not intended to guarantee that the submissioQ 
is error-fifee. 

The nx)st current v^on of the software is available via computer downloading, details are below. 
Copies on diskette are also available. Updated software versions will not be automatically mailed 
out; any updates will be announced in tbe PTO Official Gazette, 

The software can be accessed/requested from the following locations: 

1) Dial-up acces s through the Internet. Locati(m is ftp'7/ftp.uspto.gov 
The software is in current directory: pub/checker/ 
Download all the files. Cost: Free-of-cbaige 

3) For diskettecopics, mail to: U.S.P.T.O., OEIP, CRYSTAL PARK 3, SUTFE 441 

WASHINGTON DC 20231 

COST FOR DISKETTE IS S 25.00 

METHOD OF PAYMENT: 

Check payable to Ck>mmissioner of Patents and Tradonarks 
VISA/ Mastercard/ Charge- Charges can be &xed to 703-306-2737 
PTO Deposit Account 



For Further Information, Contact: Arti Shah at 703-308-4212 



